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What Do We Want from Genomic Tools?

Robust Annotation
Automated Pipeline

Multi-factorial Genomics Analysis
Genome Centric Depth
Comparative Genomics Breadth

Community Resource
Integrated data (Community Hub) 
User tools (Community Annotation)



Genome-Centric View

Comparative View

www.jgi.doe.gov/fungi

60+ fungal genomes
500+ registered users
4000+ visitors/month



New Comparative View



Synteny Tool



Dot Plot



Gene Clusters



Cluster Details



Links to External Databases



From GenBank to MycoCosm



Genome-Centric View



Scalable Analytical Infrastructure
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Virtual Integration – 
connects to:

Computing resources
Bioinformatics community
Data repositories

User 
genome

User 
method

User built
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tools
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Summary

MycoCosm
Integrates genomic data and analytical 
tools for energy and environment fungi 
Offers community annotation tools and 
data repository
Aims to integrate into global system of 
genomics data and tools
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